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New Variants of Porcine Epidemic Diarrhea

Technical Appendix

Virus, China, 2011

Technical Appendix Table 1. Results from samples from pig farms where PEDV was found, China, 2011

Strain District Collection date No. sows Vaccinationt lliness rate,%/yt
CH1 Hubei 2011 Jan 800 Yes 60
CH2 Henan 2011 Feb 1,000 Yes 80
CH3 Anhui 2011 Apr 200 Yes 90
CH4 Jiangxi 2011 Mar 100 Yes 100
CH5 Sichuan 2011 Jun 600 Yes 70
CH6 Zhejiang 2011 Jul 1,000 Yes 90
CH7 Shandong 2011 Mar 900 Yes 85
CH8 Guangxi 2011 Sep 1,200 Yes 60
CHGD-01 Guangdong 2011 Feb 8,000 Yes 80

*PEDV, porcine epidemic diarrhea virus.

TSows were vaccinated with divalent inactivated transmissible gastroenteritis and PEDV vaccine before delivery. All samples were collected during the

2011 epidemic.

FThe mortality rate for all infected animals was 100%.
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Technical Appendix Table 2. Nucleotide sequence similarity based on the full-length spike genes of China PEDYV field isolates and PEDV reference strains*

CH4 1 2 CHl CH2 CH5 CH6 CH7 CH8 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 CHS
CH4 ** 094 96.7 939 959 958 96 95.8 94.1 975 96.7 949 93.7 93.8 96.6 96.8 959 96.3 94.6 945 939 944 93.8 939 934 09038 958 96.3 976 95 96.9 944 99.7
1 06 * 0965 93.7 957 956 958 956 94 97.3 965 94.7 934 936 96.3 96.6 958 96.1 944 94.3 93.8 94.1 93.6 93.7 932 936 956 96 97.3 94.8 96.6 94.2 99.5
2 33 36 ** 039 0956 956 958 953 94.1 96.3 959 945 94 943 96.2 99.9 959 96.2 941 943 944 941 94 9411 939 94 958 99.3 959 949 99.8 94.2 96.7
CH1 64 6.6 64 ** 0951 951 951 964 985 94.7 956 97.1 98.1 93.6 93.6 93.9 952 955 94.2 945 96.2 94.8 96.6 955 949 954 0951 934 936 947 94 943 94
CH2 43 45 45 51 *» 0905 99.6 97.7 958 96.7 96.1 949 945 92.6 955 957 97.3 984 03.2 93.2 941 935 944 943 934 0942 97.2 952 952 93.8 958 93.1 95.9
CH5 43 45 46 51 05 ** 906 97.6 958 96.7 96.1 94.8 945 92,6 956 957 97.3 983 93.1 931 94 935 944 943 933 943 97.2 952 951 93.8 957 93.1 95.9
CH6 42 44 44 5 04 04 * 977 959 96.9 96.3 95 946 928 957 959 974 0985 093.3 93.3 942 93.7 945 944 935 944 973 954 952 94 959 933 96
CH7 44 46 48 37 24 24 23 * 052 065 959 946 953 924 953 954 97.2 978 929 93 939 932 941 941 934 94 971 949 951 935 955 929 95.9
CH8 61 63 62 16 43 43 43 49 * 051 959 974 974 939 939 942 954 96.2 945 948 964 951 969 958 95 957 953 93.7 93.8 95 942 945 942
3 26 28 38 55 34 34 32 36 51 * 99 972 948 93 96 964 96.8 97.3 93.6 93.6 945 935 946 946 93.7 945 96.7 959 96 942 964 935 97.6
4 34 36 43 45 4 4 3.8 42 42 1 Wk 98.2 957 937 954 96 96.3 96.7 941 942 953 941 956 952 942 951 96.2 954 955 947 959 941 96.8
5 54 55 57 3 53 54 52 56 26 29 19 * 971 942 942 946 951 955 948 951 965 951 969 959 95 958 95 94 941 952 945 947 949
6 66 69 63 19 57 57 56 48 27 54 44 3 ¥* 038 934 94 95 953 94 944 96.2 946 964 953 945 952 949 935 933 944 94 941 938
7 65 67 59 67 78 79 77 81 64 73 67 6 6.6 ** 035 943 93 931 942 98 945 96.3 94.1 944 942 943 929 93.8 93.3 97 943 973 939
8 35 38 39 68 46 46 45 49 64 42 47 61 69 69 * 063 959 96.2 93.8 94 941 943 943 943 938 942 958 958 957 947 963 94 96.7
9 32 35 01 64 44 45 43 47 61 37 42 57 62 59 38 * 096 963 941 944 944 942 94 942 939 941 959 994 96 949 99.9 943 96.8
10 42 44 43 5 28 28 27 29 48 33 38 51 52 74 42 42 * 981 935 935 944 93.6 947 948 939 947 991 954 953 94 96 934 96
11 3.8 4 39 47 17 17 16 22 39 28 34 47 49 72 39 38 19 ** 0936 937 948 94 952 951 941 951 98 958 956 943 96.3 93.6 96.3
12 56 59 6.2 6 72 73 71 75 57 67 62 54 63 6 65 61 69 6.7 * 051 946 948 943 946 942 945 934 937 94 955 942 95 0946
13 5.7 6 59 57 72 73 7 74 55 67 61 51 58 2 63 59 69 67 51 * 0954 979 948 951 951 951 934 938 939 982 944 98.6 94.6
14 64 66 59 39 62 62 61 64 37 58 49 36 39 57 62 658 59 54 56 48 ** 057 965 958 96.2 957 943 939 933 954 944 95 94
15 59 61 61 54 69 69 67 71 5 68 61 51 56 38 59 61 67 63 55 21 44 * 053 956 958 955 93.6 93.6 93.7 97 942 971 944
16 65 67 63 35 59 59 58 62 32 56 46 32 37 6.1 6 6.2 55 5 59 54 36 48 ** 0978 954 97.6 947 935 933 949 94 946 939
17 64 66 62 47 6 6 59 6.2 43 56 5 43 49 658 59 61 55 51 56 5 44 46 22 * 068 99.8 946 93.6 933 954 941 952 94
18 69 72 64 53 7 7 68 69 52 6.6 6 52 57 6 65 63 64 61 61 51 39 44 48 33 * 067 938 934 927 954 939 951 935
19 65 67 62 48 6 6 59 63 44 57 51 44 49 59 6 62 55 51 58 51 45 47 24 02 34 * 046 936 932 953 94 951 0939
20 43 45 43 51 29 29 28 3 48 34 39 52 53 75 43 42 09 2 7 69 59 67 55 56 65 57 * 954 951 939 959 933 959
21 3.8 41 07 7 5 5 48 53 67 42 47 63 68 65 43 06 47 43 66 65 64 67 68 67 69 68 48 ¥ 955 944 993 93.7 96.3
22 25 27 42 6.8 5 51 5 51 65 41 47 62 7.1 7 44 41 49 45 63 64 7 6.7 7 7 77 71 51 47 * 945 96 939 97.6
23 52 54 53 55 65 65 63 68 53 6.1 55 5 58 31 55 53 63 6 47 18 48 3 53 48 48 49 64 59 57 * 949 982 951
24 32 35 02 63 44 44 42 47 61 37 42 57 6.2 6 38 01 42 38 61 59 59 61 63 62 64 62 42 07 41 53 * 943 96.9
25 58 6.1 6.1 6 73 73 71 75 57 69 62 55 61 28 63 6 69 67 52 14 52 29 56 5 51 51 7 66 64 18 6 945
CH3 03 05 33 63 43 43 41 43 61 25 33 53 65 64 34 32 41 38 56 56 62 58 64 63 68 64 42 38 24 51 32 57 *

*PEDV, porcine epidemic diarrhea virus; 1, attenuated DR13; 2, Br1-87; 3, CHFIND-1; 4, CH-FIND-2; 5, CH-FIND-3; 6, CHGD-01; 7, Chinju99; 8, CHS; 9, CV777; 10, DX; 11, JS-2004-2; 12, Kawahira; 13, KNU-0801

18, KNU-0904; 19, KNU-0905; 20, LJBO3; 21, LZC; 22, MK; 23, NK; 24, parent DR13; 25, Spk1.
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; 14, KNU-0802; 15, KNU-0901;

16, KNU-0902; 17, KNU-0903;
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Technical Appendix Figure 1. A total of 15 fecal samples were collected from suckling piglets of a single
farrowing house in Hubei province and analyzed by reverse transcription PCR with primers specific for
spike genes from porcine epidemic diarrhea virus (PEDV) strains. The expected product size was 667 bp.
PEDV was detected in 13 (86.7%) of 15 samples. Lanes 1-15, clinical fecal samples; M, marker 2000; P,

positive control; N, negative control.
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Technical Appendix Figure 2 (below and following pages). Alignment of deduced amino acid sequences of
the spike proteins of porcine epidemic diarrhea virus field isolates and porcine epidemic virus reference
strains. Dots indicate amino acids that are identical to those in CV777. Dashes indicate deleted sequences.

A-DR13, attenuated DR13; P-DR13, parent DR13.
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